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<110> 


2 


<120> 


3 




4 


<130> 


5 


<140> 


6 


<141> 


7 


<150> 


8 


<151> 


9 


<150> 


10 


<151> 


11 


<150> 


12 


<151> 


13 


<160> 


14 


<170> 


15 


<210> 


16 


<211> 


17 


<212> 


18 


<213> 


19 


<400> 


20 




21 




22 


<210> 


23 


<211> 


24 


<212> 


25 


<213> 


26 


<400> 


27 




0 ft 

£t O 




29 


<210> 


30 


<211> 


31 


<212> 


32 


<213> 


33 


<220> 


34 


<223> 


35 




36 


<400> 


37 




38 


<210> 


39 


<211> 


40 


<212> 


41 


<213> 


42 


<220> 


43 


<223> 


44 





This Raw Listing contains the General Information 
Section and up to first 5 pages. E N "F ERE D 

APPLICANT: Mayfield, Stephen 

TITLE OF INVENTION: RNA BINDING PROTEIN AND BINDING SITE USEFUL FOR 
EXPRESSION OF RECOMBINANT MOLECULES 
FILE REFERENCE: SCR2177S 

CURRENT APPLICATION NUMBER: US/09/341 , 550 
CURRENT FILING DATE: 1999-07-13 
EARLIER APPLICATION NUMBER: PCT/US98/00840 
EARLIER FILING DATE: 1998-01-16 
EARLIER APPLICATION NUMBER: 60/035,955 
EARLIER FILING DATE: 1997-01-17 
EARLIER APPLICATION NUMBER: 60/069,400 
EARLIER FILING DATE: 1997-12-12 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln Ver . 2.1 
SEQ ID NO 1 
LENGTH: 15 
TYPE : PRT 

ORGANISM: Chlamydomonas reinhardtii 
SEQUENCE: 1 

Gin Tyr Gly Phe Val His Phe Glu Asp Gin Ala Ala Ala Asp Arg 
15 10 15 

SEQ ID NO 2 
LENGTH: 14 
TYPE: PRT 

ORGANISM: Chlamydomonas reinhardtii 
SEQUENCE: 2 

Gly Phe Gly Phe* lie Asn Phe Lys Asp Ala Glu Ser Ala Ala 

15 10 
SEQ ID NO 3 
LENGTH: 32 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: 
oligonucleotide primer 
SEQUENCE : 3 

cagtacggyt tcgtbcaytt cgaggaycag gc 32 
SEQ ID NO 4 
LENGTH: 40 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: —4 
oligonucleotide primer 



o 



CO 

o 
o 



I 



TO 

m 
o 

CD 
«< 
rn 
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45 


<400> 


SEQUENCE : 4 






























46 




ggaattcggy 


tteggyttea tyaacttcaa ggaygebgag 












40 


47 


<210> 


SEQ 


ID NO 5 






























48 


<211> 


LENGTH : 


2846 




























49 


<212> 


TYPE: DNA 






























50 


<213> 


ORGANISM : Chlamydomonas 


reinhardtii 


















51 


<220> 


FEATURE 
































52 


<221> 


NAME/KEY: CDS 




























53 


<222> 


LOCATION: (197) 


. . (2065) 
























54 


<400> 


SEQUENCE: 5 






























55 




gaattcgcgg 


ccgctccgtg gttggtcctc atggtgtctt 


tttgaagagg 


acctgagcct 


60 


56 




ttcacccaaa 


tatatcaaaa aacccgggca accggccaaa 


aaaattgcaa 


aagcctctcg 


120 


57 




taggcacaaa 


agacctattc tagecatcaa ctttgtatcc 


gacgctgccg 


tttagctgcg 


180 


58 




cgtcttgaag 


tcaagc atg gcg act act gag tec teg gee ccg gcg gee acc 


232 


59 












Met Ala Thr Thr Glu Ser Ser Ala Pro Ala Ala Thr 




60 














1 








5 










10 






61 




acc 


cag 


ccg 


gec 


age 


acc 


ccg 


ctg 


gcg 


aac 


teg 


teg 


ctg 


tac 


gtc 


ggt 


280 


62 




Thr 


Gin 


Pro 


Ala 


Ser 


Thr 


Pro 


Leu 


Ala 


Asn 


Ser 


Ser 


Leu 


Tyr Val 


Gly 




63 








15 










20 










25 










64 




gac 


ctg 


gag 


aag 


gat 


gtc 


acc 


gag 


gee 


cag 


ctg 


ttc 


gag 


etc 


ttc 


tec 


328 


65 




Asp 


Leu 


Glu 


Lys 


Asp 


Val 


Thr 


Glu 


Ala 


Gin 


Leu 


Phe 


Glu 


Leu 


Phe 


Ser 




66 






30 










35 










40 












67 




teg 


gtt 


ggc 


cct 


gtg 


gec 


tec 


att 


cgc 


gtg 


tgc 


cgc 


gat 


gec 


gtc 


acg 


376 


68 




Ser 


Val 


Gly 


Pro 


Val 


Ala 


Ser 


He 


Arg 


Val 


Cys 


Arg 


Asp 


Ala 


Val 


Thr 




69 




45 










50 










55 










60 




70 




cgc 


cgc 


teg 


ctg 


ggc 


tac 


gee 


tac 


gtc 


aac 


tac 


aac 


age 


get 


ctg 


gac 


424 


71 




Arg 


Arg 


Ser 


Leu 


Gly 


Tyr 


Ala 


Tyr 


val 


Asn 


Tyr 


Asn 


Ser 


Ala 


Leu 


Asp 




72 












65 










70 










75 






73 




ccc 


cag 


get 


get 


gac 


cgc 


gec 


atg 


gag 


acc 


ctg 


aac 


tac 


cat 


gtc 


gtg 


472 


74 




Pro 


Gin 


Ala 


Ala 


Asp 


Arg 


Ala 


Met 


Glu 


Thr 


Leu 


Asn 


Tyr 


His 


Val 


Val 




75 










80 










85 










90 








76 




aac 


ggc 


aag 


cct 


atg 


cgc 


ate 


atg 


tgg 


teg 


cac 


cgc 


gac 


cct 


teg 


gee 


520 


77 




Asn 


Gly 


Lys 


Pro 


Met 


Arg 


He 


Met 


Trp 


Ser 


His 


Arg 


Asp 


Pro 


Ser 


Ala 




78 








95 










100 










105 










79 




cgc 


aag 


teg 


ggc 


gtc 


ggc 


aac 


ate 


ttc 


ate 


aag 


aac 


ctg 


gac 


aag 


acc 


568 


80 




Arg 


Lys 


Ser 


Gly 


val 


Gly 


Asn 


He 


Phe 


He 


Lys 


Asn 


Leu 


Asp 


Lys 


Thr 




81 






110 










115 










120 












82 




ate 


gac 


gec 


aag 


gec 


ctg 


cac 


gac 


acc 


ttc 


teg 


gee 


ttc 


ggc 


aag 


att 


616 


83 




He 


Asp 


Ala 


Lys 


Ala 


Leu 


His 


Asp 


Thr 


Phe 


Ser 


Ala 


Phe 


Gly Lys 


He 




84 




125 










130 










135 










140 




85 




ctg 


tec 


tgc 


aag 


gtt 


gee 


act 


gac 


gec 


aac 


ggc 


gtg 


teg 


aag 


gge-t tac 


664 


86 




Leu 


Ser 


Cys 


Lys 


Val 


Ala 


Thr 


Asp 


Ala 


Asn 


Gly 


Val 


Ser 


Lys 


Gl? 


Tyr 


TO 


87 












145 










150 










is£ 




m 


88 




ggc 


ttc 


gtg 


cac 


ttc 


gag 


gac 


cag 


gec 


get 


gec 


gat 


cgc 


gec 


att£?cac£o 


7C2> 


89 




Gly 


Phe 


Val 


His 


Phe 


Glu 


Asp 


Gin 


Ala 


Ala 


Ala 


Asp 


Arg 


Ala 


Ile~£ln< 


m 


90 










160 










165 










170 








91 




acc 


gtc 


aac 


cag 


aag 


aag 


att 


gag 


ggc 


aag 


ate 


gtg 


tac 


gtg gccfcccc=> 


'€ 


92 




Thr 


Val 


Asn 


Gin 


Lys 


Lys 


He 


Glu 


Gly 


Lys 


He 


Val 


Tyr 


Val 


Ala 


gro« 




93 








175 










180 










185 






o 




94 




ttc 


cag 


aag 


cgc 


get 


gac 


cgc 


ccc 


agg 


gca 


agg 


acg 


ttg 


tac 


acc 


aac 


808 
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95 


Phe 


Gin 


Lys 


Arg 


Ala 


Asp 


Arg 


Pro 


Arg 


Ala 


Arg 


Thr 


Leu 


Tyr 


Thr 


Asn 




96 




190 










195 










200 












97 


gtg 


ttc 


gtc 


aag 


aac 


ttg 


ccg 


gcc 


gac 


ate 


ggc 


gac 


gac 


gag 


ctg 


ggc 


856 


98 


Val 


Phe 


Val 


Lys 


Asn 


Leu 


Pro 


Ala 


Asp 


He 


Gly 


Asp 


Asp 


Glu 


Leu 


Gly 




99 


205 










210 










215 










220 




100 


aag 


atg 


gcc 


acc 


gag 


cac 


ggc 


gag 


ate 


acc 


age 


gcg 


gtg 


gtc 


atg 


aag 


904 


101 


Lys 


Met 


Ala 


Thr 


Glu 


His 


Gly 


Glu 


He 


Thr 


Ser 


Ala 


Val 


Val 


Met 


Lys 




102 










225 










230 










235 






103 


gac 


gac 


aag 


ggc 


ggc 


age 


aag 


ggc 


ttc 


ggc 


ttc 


ate 


aac 


ttc 


aag 


gac 


952 


104 


Asp 


Asp 


Lys 


Gly 


Gly 


Ser 


Lys 


Gly 


Phe 


Gly 


Phe 


He 


Asn 


Phe 


Lys 


Asp 




105 








240 










245 










250 








106 


gcc 


gag 


teg 


gcg 


gcc 


aag 


tgc 


gtg 


gag 


tac 


ctg 


aac 


gag 


cgc 


gag 


atg 


1000 


107 


Ala 


Glu 


Ser 


Ala 


Ala 


Lys 


Cys 


Val 


Glu 


Tyr 


Leu 


Asn 


Glu 


Arg 


Glu 


Met 




108 






255 










260 










265 










109 


age 


ggc 


aag 


acc 


ctg 


tac 


gcc 


ggc 


cgc 


gcc 


cag 


aag 


aag 


acc 


gag 


cgc 


1048 


110 


Ser 


Gly 


Lys 


Thr 


Leu 


Tyr 


Ala 


Gly 


Arg 


Ala 


Gin 


Lys 


Lys 


Thr 


Glu 


Arg 




111 




270 










275 










280 












112 


gag 


gcg 


atg 


ctg 


cgc 


cag 


aag 


gcc 


gag 


gag 


age 


aag 


cag 


gag 


cgt 


tac 


1096 


113 


Glu 


Ala 


Met 


Leu 


Arg 


Gin 


Lys 


Ala 


Glu 


Glu 


Ser 


Lys 


Gin 


Glu 


Arg 


Tyr 




114 


285 










290 










295 










300 




115 


ctg 


aag 


tac 


cag 


age 


atg 


aac 


ctg 


tac 


gtc 


aag 


aac 


ctg 


tec 


gac 


gag 


1144 


116 


Leu 


Lys 


Tyr 


Gin 


Ser 


Met 


Asn 


Leu 


Xyr 


Val 


Lys 


Asn 


Leu 


Ser 


Asp 


Glu 




117 










305 










310 










315 






118 


gag 


gtc 


gac 


gac 


gac 


gcc 


ctg 


cgt 


gag 


ctg 


ttc 


gcc 


aac 


tct 


ggc 


acc 


1192 


119 


Glu 


val 


Asp 


Asp 


Asp 


Ala 


Leu 


Arg 


Glu 


Leu 


Phe 


Ala 


Asn 


Ser 


Gly 


Thr 




120 








320 










325 










330 








121 


ate 


acc 


teg 


tgc 


aag 


gtc 


atg 


aag 


gac 


ggc 


age 


ggc 


aag 


tec 


aag 


ggc 


1240 


122 


He 


Thr 


Ser 


Cys 


Lys 


val 


Met 


Lys 


Asp 


Gly 


Ser 


Gly 


Lys 


Ser 


Lys 


Gly 




123 






335 










340 










345 










124 


ttc 


ggc 


ttc 


gtg 


tgc 


ttc 


acc 


age 


cac 


gac 


gag 


gcc 


acc 


egg 


ccg 


ccc 


1288 


125 


Phe 


Gly 


Phe 


Val 


Cys 


Phe 


Thr 


Ser 


His 


Asp 


Glu 


Ala 


Thr 


Arg 


Pro 


Pro 




126 




350 










355 










360 












127 


gtg 


acc 


gag 


atg 


aac 


ggc 


aag 


atg 


gtc 


aag 


ggc 


aag 


ccc 


ctg 


tac 


gtg 


1336 


128 


Val 


Thr 


Glu 


Met 


Asn 


Gly 


Lys 


Met 


Val 


Lys 


Gly 


Lys 


Pro 


Leu 


Tyr 


Val 




129 


365 










370 










375 










380 




130 


gcc 


ctg 


gcg 


cag 


cgc 


aag 


gac 


gtg 


cgc 


cgt 


gcc 


acc 


cag 


ctg 


gag 


gcc 


1384 


131 


Ala 


Leu 


Ala 


Gin 


Arg 


Lys 


Asp 


Val 


Arg 


Arg 


Ala 


Thr 


Gin 


Leu 


Glu 


Ala 




132 










385 










390 










395 






133 


aac 


atq 


caq 


qcq 


CQC 


atq 


qqc 


atq 


qqc 


qcc 


atq 


aqc 


cqc 


ccq 


ccq 


aac 


1432 


134 


Asn 


Met 


Gin 


Ala 


Arg 


Met 


Gly 


Met 


Gly 


Ala 


Met 


Ser 


Arg 


Pro 


Pro 


Asn 




135 








400 










405 










410 








136 


ccg 


atg 


gcc 


ggc 


atg 


age 


ccc 


tac 


CCC 


ggc 


gcc 


atg 


ccg 


ttc 


ttc 


get 


1480 


137 


Pro 


Met 


Ala 


Gly 


Met 


Ser 


Pro 


Tyr 


Pro 


Gly 


Ala 


Met 


Pro 


Phe 


Phe 


Ala 




138 






415 










420 










425 










139 


ccc 


ggc 


ccc 


ggc 


ggc 


atg 


get 


get 


ggc 


ccg 


cgc 


get 


ccg 


ggc 


atg 


atg 


1528 


140 


Pro 


Gly 


Pro 


Gly 


Gly 


Met 


Ala 


Ala 


Gly 


Pro 


Arg 


Ala 


Pro 


Gly 


Met 


Met 




141 




430 










435 










440 












142 


tac 


ccg 


ccc 


atg 


atg 


ccg 


ccg 


cgc 


ggc 


atg 


cct 


ggc 


ccc 


ggc 


cgc 


ggc 


1576 


143 


Tyr 


Pro 


Pro 


Met 


Met 


Pro 


Pro 


Arg 


Gly 


Met 


Pro 


Gly 


Pro 


Gly 


Arg 


Gly 




144 


445 










450 










455 










460 
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145 




ccc 


cgc 


ggc 


ccc 


atg 


atg 


ccg 


ccc 


cag 


atg 


atg 


ggt 


ggc 


ccc 


atg 


atg 


1624 


146 




Pro 


Arg 


Gly 


Pro 


Met 


Met 


Pro 


Pro 


Gin 


Met 


Met 


Gly 


Gly 


Pro 


Met 


Met 




147 












465 










470 










475 






148 




ggc 


ccg 


ccc 


atg 


ggc 


ccc 


ggg 


cgc 


ggc 


cgt 


ggc 


ggc 


cgc 


ggc 


ccc 


tec 


1672 


149 




Gly 


Pro 


Pro 


Met 


Gly 


Pro 


Gly 


Arg 


Gly 


Arg 


Gly 


Gly 


Arg 


Gly 


Pro 


Ser 




150 










480 










485 










490 








151 




ggc 


cgc 


ggc 


cag 


ggc 


cgc 


ggc 


aac 


aac 


gcc 


cct 


gcc 


cag 


cag 


ccc 


aag 


1720 


152 




Gly 


Arg 


Gly 


Gin 


Gly 


Arg 


Gly 


Asn 


Asn 


Ala 


Pro 


Ala 


Gin 


Gin 


Pro 


Lys 




153 








495 










500 










505 










154 




ccc 


gcc 


get 


gag 


ccg 


gcc 


gcc 


gcg 


ccc 


gcc 


gcc 


gcc 


gcc 


ccc 


get 


gcc 


1768 


155 




Pro 


Ala 


Ala 


Glu 


Pro 


Ala 


Ala 


Ala 


Pro 


Ala 


Ala 


Ala 


Ala 


Pro 


Ala 


Ala 




156 






510 










515 










520 












157 




gcg 


gcg 


cct 


gcc 


gcc 


gcg 


gcg 


gag 


ccg 


gag 


gcc 


ccc 


gcc 


gcc 


cag 


cag 


1816 


158 




Ala 


Ala 


Pro 


Ala 


Ala 


Ala 


Ala 


Glu 


Pro 


Glu 


Ala 


Pro 


Ala 


Ala 


Gin 


Gin 




159 




525 










530 










535 










540 




160 




ccg 


ctg 


acc 


gcc 


tec 


gcg 


ctg 


gcc 


gcc 


gcc 


gcg 


ccg 


gag 


cag 


cag 


aag 


1864 


161 




Pro 


Leu 


Thr 


Ala 


Ser 


Ala 


Leu 


Ala 


Ala 


Ala 


Ala 


Pro 


Glu 


Gin 


Gin 


Lys 




162 












545 










550 










555 






163 




atg 


atg 


ate 


ggc 


gag 


cgc 


ctg 


tac 


ccg 


cag 


gtg 


gcg 


gag 


ctg 


cag 


ccc 


1912 


164 




Met 


Met 


He 


Gly 


Glu 


Arg 


Leu 


Tyr 


Pro 


Gin 


Val 


Ala 


Glu 


Leu 


Gin 


Pro 




165 










560 










565 










570 








166 




gac 


ctg 


get 


ggc 


aag 


ate 


acc 


ggc 


atg 


ctg 


ctg 


gag 


atg 


gac 


aac 


gcc 


1960 


167 




Asp 


Leu 


Ala 


Gly 


Lys 


He 


Thr 


Gly 


Met 


Leu 


Leu 


Glu 


Met 


Asp 


Asn 


Ala 




168 








575 










580 










585 










169 




gag 


ctt 


ctg 


atg 


ctt 


ctg 


gag 


teg 


cac 


gag 


gcg 


ctg 


gtg 


tec 


aag 


gtg 


2008 


170 




Glu 


Leu 


Leu 


Met 


Leu 


Leu 


Glu 


Ser 


His 


Glu 


Ala 


Leu 


Val 


Ser 


Lys 


Val 




171 






590 










595 










600 












172 




gac 


gag 


gcc 


ate 


get 


gtg 


etc 


aag 


cag 


cac 


aac 


gtg 


att 


gcc 


gag 


gag 


2056 


173 




Asp 


Glu 


Ala 


He 


Ala 


val 


Leu 


Lys 


Gin 


His 


Asn 


Val 


He 


Ala 


Glu 


Glu 




174 




605 










610 










615 










620 




175 




aac 


aag 


get 


taaagegect geaegcttgt gcgggctggt ggcgccggcg 






2105 


176 




Asn 


Lys 


Ala 






























177 






































178 




cgcgccggcg ctgcttgggc cgccggcagc 


atgggcgcgg 


eggacgeggt gtgggagcag 


2165 


179 




tgcttgctgc ttctggccgc cgtgaagccg 


cgccgaactg 


gggeggaegg caggctggcg 


2225 


180 




ttgacgccgg cgcgccacaa cacaaagttg 


gtggcgtgaa 


agtctctggg cgtgctccgg 


2285 


181 




acggttgtaa ggttttaaga actggctttt 


ggccgggttg 


ccgcccaaag geggaaegge 


2345 


182 




ggtcttttca ggccaatcac atccggctgg 


aaaaattctt 


accaaagcca acccctgcac 


2405 


183 




ccaaaaattt cgggttccga aagaacactc 


cccttttttc 


cggcaacgcg ttctttcaag 


2465 


184 




gccaatcact ttccgggttg gaagaaaatg 


ttacccggaa 


aaggcgggaa gccccctgca 


2525 


185 




cccggacaag ttattcgggg tttcgccggg 


aatgagcaag 


cgttcgggct gttggccgta 


2585 


186 




tcgcgaacgc tgtcggggtg tcaggcgcca 


gaaggaagga 


tgacgttttg gtgaaggggt 


2645 


187 




gcaaactgag cacacgagtt ttggcaatag 


acgtggagaa 


agtccagtgc ggggtgaggc 


2705 


188 




ggatagcgga atcaagcgtg gcgggtccct 


ggegagaega 


gaegcttctg ttgttttgct 


2765 


189 




gagccctttg atggcacaat cgcactgttt 


tgagcaggcg 


actgtaaagt gcccgacgct 


2825 


190 




aaaaaagcgg ccgcgaattc c 






















2846 


191 


<210> 


SEQ 


ID NO 6 






























192 


<211> 


LENGTH : 


15 






























193 


<212> 


TYPE 


I: PRT 






























194 


<213> 


ORGANISM : Chlamydomonas 


reinhardtii 
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. 195 <400> SEQUENCE: 6 

196 Trp Phe Val Asp Gly Glu Leu Ala Ser Asp Tyr Asn Gly Pro Arg 

197 1 5 10 15 

198 <210> SEQ ID NO 7 

199 <211> LENGTH: 22 

200 <212> TYPE: PRT 

2 01 <213> ORGANISM: Chlamydomonas reinhardtii 

202 <400> SEQUENCE: 7 

2 03 Gin Leu lie Leu Trp Thr Thr Ala Asp Asp Leu Lys Ala Asp Ala Glu 

204 1 5 10 15 

205 lie Met Thr Val Phe Arg 

206 20 

207 <210> SEQ ID NO 8 

208 <211> LENGTH: 26 

209 <212> TYPE: DNA 

210 <213> ORGANISM: Artificial Sequence 

211 <220> FEATURE: 

212 <223> OTHER INFORMATION: Description of Artificial Sequence: 

213 oligonucleotide primer 

214 <400> SEQUENCE: 8 

215 cgcggatccg aygcbgagat yatgac 26 

216 <210> SEQ ID NO 9 

217 <211> LENGTH: 26 

218 <212> TYPE: DNA 

219 <213> ORGANISM: Artificial Sequence 

220 <220> FEATURE: 

221 <223> OTHER INFORMATION: Description of Artificial Sequence: 

222 oligonucleotide primer 

223 <400> SEQUENCE: 9 

224 cgcgaattcg tcatratctc vgcrtc 26 

225 <210> SEQ ID NO 10 

226 <211> LENGTH: 2413 

227 <212> TYPE: DNA 

228 <213> ORGANISM: Chlamydomonas reinhardtii 

229 <220> FEATURE: 

230 <221> NAME / KEY : CDS 

231 <222> LOCATION: (16) (1614) 

232 <400> SEQUENCE: 10 

233 gagtacgttt acgcc atg aac cgt tgg aac ctt ctt gcc ctt acc ctg ggg 51 

234 Met Asn Arg Trp Asn Leu Leu Ala Leu Thr Leu Gly 

235 1 5 10 

236 ctg ctg ctg gtg gca gcg ccc ttc acc aag cac cag ttt get cat get 99 

237 Leu Leu Leu Val Ala Ala Pro Phe Thr Lys His Gin Phe Ala His Ala 

238 15 20 25 

23 9 tec gat gag tat gag gac gac gag gag gac gat gcc ccc gcc gcc cct 147 

240 Ser Asp Glu Tyr Glu Asp Asp Glu Glu Asp Asp Ala Pro Ala Ala Pro 

241 30 35 40 

242 aag gac gac gac gtc gac gtt act gtg gtg acc gtc aag aac tgg gat 195 

243 Lys Asp Asp Asp Val Asp Val Thr Val Val Thr Val Lys Asn Trp Asp 

244 45 50 55 60 



PASE:* 6, W VERIFICATION SUMMART^^ DATE: 02/23/2000 

' ' PATENT APPLICATION US/09/341,550 TIME: 13:40:33 

Input Set: 1341550. RAW 

Line ? Error /Warning Original Text 



177 W Invalid/Missing Amino Acid Numbering 



